Primary cluster 1

Comp method: ANImf Clust method: average Min cov: 0.1

VE19212.fsa —|

VE19170.fsa -J

VE19223.fsa :
coml 266 1.fsa 5

comA 221 1.fsa :

coml 250 1.fsa

comA_237_1.fsa :

comA 236 _1.fsa ;
coml 252 1.fsa
comA_252 1.fsa
coml_264 1.fsa [

comA_264 1.fsa

comA_229_2.fsa !

comA 225 1.fsa —

coml_197 5.fsa |

comA_224 1.fsa u

coml_265_1.fsa :

comA_193 1.fsa —
comA_184 4.fsa }
comA_173 1.fsa

comA_235 1.fsa ]

comA_234 _1.fsa !

comA 004 2.fsa | .

ceco_comA_004_2.fsa !

comA 159 1.fsa
comA_178 1.fsa E
comA_175 1.fsa

comA 200 1.fsa %

coml_201_1.fsa :

comA 246 _1.fsa -

comA 180 3.fsa }

comA_ 177 1.fsa

comA_171 1.fsa —

comA_164 1.fsa —

coml_255 1.fsa

coml_82_2.fsa

coml_002.fsa

NCTC12421.fasta -
coml 94 1.fsa 5

comA_155_1.fsa :

comA 87 1.fsa

comA_83_2.fsa i

coml_122 1.fsa

coml_118 1.fsa

comA_262_1.fsa

comA 267 _1.fsa

comA 122 1.fsa

ceco_comA_122 1.fsa |
VE19226.fsa

VE19215.fsa

VE19205.fsa |

100.0 99.5 99.0 98.5 98.0 97.5 97.0
Average Nucleotide Identity (ANI)



Primary cluster 2
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